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Bag6 Mouse shRNA Plasmid (Locus ID 224727)

Product data:

Product Type:
Product Name:
Locus ID:
Synonyms:
Vector:

E. coli Selection:

Mammalian Cell
Selection:

Format:

Components:

RefSeq:

UniProt ID:

SshRNA Plasmids

Bagb6 Mouse shRNA Plasmid (Locus ID 224727)

224727

2410045D21Rik; AA408914; BAG-6; Bat3; D17H6S52E; G3; Scythe
PRS (TR20003)

Ampicillin

Puromycin

Retroviral plasmids

Bagb - Mouse, 4 unique 29mer shRNA constructs in retroviral untagged vector (Gene ID =
224727). 5ug purified plasmid DNA per construct
29-mer scrambled shRNA cassette in pRS Vector, TR30012, included for free.

NM 001252468, NM_001252469, NM_057171, NM_057171.1, NM_057171.2, NM_001252469.1,
NM 001252468.1, BC026647, BC030296, BC0O37051, BC048137, BM951977, NM 001252469.2,
NM 057171.3, NM 001252468.2

Q9Z1R2
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https://www.ncbi.nlm.nih.gov/nuccore/NM_001252468
https://www.ncbi.nlm.nih.gov/nuccore/NM_001252469
https://www.ncbi.nlm.nih.gov/nuccore/NM_057171
https://www.ncbi.nlm.nih.gov/nuccore/NM_057171.1
https://www.ncbi.nlm.nih.gov/nuccore/NM_057171.2
https://www.ncbi.nlm.nih.gov/nuccore/NM_001252469.1
https://www.ncbi.nlm.nih.gov/nuccore/NM_001252468.1
https://www.ncbi.nlm.nih.gov/nuccore/BC026647
https://www.ncbi.nlm.nih.gov/nuccore/BC030296
https://www.ncbi.nlm.nih.gov/nuccore/BC037051
https://www.ncbi.nlm.nih.gov/nuccore/BC048137
https://www.ncbi.nlm.nih.gov/nuccore/BM951977
https://www.ncbi.nlm.nih.gov/nuccore/NM_001252469.2
https://www.ncbi.nlm.nih.gov/nuccore/NM_057171.3
https://www.ncbi.nlm.nih.gov/nuccore/NM_001252468.2
https://www.uniprot.org/uniprot/Q9Z1R2

@ ORIGENE Bag6 Mouse shRNA Plasmid (Locus ID 224727) - TR515195

Summary: ATP-independent molecular chaperone preventing the aggregation of misfolded and
hydrophobic patches-containing proteins (PubMed:18056262, PubMed: 18678708,
PubMed:20713601). Functions as part of a cytosolic protein quality control complex, the
BAG6/BAT3 complex, which maintains these client proteins in a soluble state and participates
to their proper delivery to the endoplasmic reticulum or alternatively can promote their
sorting to the proteasome where they undergo degradation (PubMed:20713601). The
BAG6/BAT3 complex is involved in the post-translational delivery of tail-anchored/type Il
transmembrane proteins to the endoplasmic reticulum membrane. Recruited to ribosomes, it
interacts with the transmembrane region of newly synthesized tail-anchored proteins and
together with SGTA and ASNA1 mediates their delivery to the endoplasmic reticulum. Client
proteins that cannot be properly delivered to the endoplasmic reticulum are ubiquitinated by
RNF126, an E3 ubiquitin-protein ligase associated with BAG6 and are sorted to the
proteasome. SGTA which prevents the recruitment of RNF126 to BAG6 may negatively
regulate the ubiquitination and the proteasomal degradation of client proteins. Similarly, the
BAG6/BAT3 complex also functions as a sorting platform for proteins of the secretory
pathway that are mislocalized to the cytosol either delivering them to the proteasome for
degradation or to the endoplasmic reticulum. The BAG6/BAT3 complex also plays a role in
the endoplasmic reticulum-associated degradation (ERAD), a quality control mechanism that
eliminates unwanted proteins of the endoplasmic reticulum through their retrotranslocation
to the cytosol and their targeting to the proteasome. It maintains these retrotranslocated
proteins in an unfolded yet soluble state condition in the cytosol to ensure their proper
delivery to the proteasome (By similarity). BAG6 is also required for selective ubiquitin-
mediated degradation of defective nascent chain polypeptides by the proteasome. In this
context, it may participate to the production of antigenic peptides and play a role in antigen
presentation in immune response (PubMed:20713601). BAG6 is also involved in endoplasmic
reticulum stress-induced pre-emptive quality control, a mechanism that selectively
attenuates the translocation of newly synthesized proteins into the endoplasmic reticulum
and reroutes them to the cytosol for proteasomal degradation. BAG6 may ensure the proper
degradation of these proteins and thereby protects the endoplasmic reticulum from protein
overload upon stress (By similarity). By inhibiting the polyubiquitination and subsequent
proteasomal degradation of HSPA2 it may also play a role in the assembly of the
synaptonemal complex during spermatogenesis (PubMed:18678708). Also positively
regulates apoptosis by interacting with and stabilizing the proapoptotic factor AIFM1
(PubMed:18056262). By controlling the steady-state expression of the IGF1R receptor,
indirectly regulates the insulin-like growth factor receptor signaling pathway (By similarity).
[UniProtKB/Swiss-Prot Function]

shRNA Design: These shRNA constructs were designed against multiple splice variants at this gene locus. To
be certain that your variant of interest is targeted, please contact techsupport@origene.com.
If you need a special design or shRNA sequence, please utilize our custom shRNA service.
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@ ORIGENE Bag6 Mouse shRNA Plasmid (Locus ID 224727) - TR515195

Performance OriGene guarantees that the sequences in the shRNA expression cassettes are verified to

Guaranteed: correspond to the target gene with 100% identity. One of the four constructs at minimum are
guaranteed to produce 70% or more gene expression knock-down provided a minimum
transfection efficiency of 80% is achieved. Western Blot data is recommended over qPCR to
evaluate the silencing effect of the shRNA constructs 72 hrs post transfection. To properly
assess knockdown, the gene expression level from the included scramble control vector must
be used in comparison with the target-specific ShRNA transfected samples.

For non-conforming shRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the shRNA kit. To arrange for a free replacement with
newly designed constructs, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled shRNA control (Western Blot data
preferred).
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