
Product datasheet for TR503462

Sirt2 Mouse shRNA Plasmid (Locus ID 64383)

Product data:

Product Type: shRNA Plasmids

Product Name: Sirt2 Mouse shRNA Plasmid (Locus ID 64383)

Locus ID: 64383

Synonyms: 5730427M03Rik; Sir2l; SIR2L2

Vector: pRS (TR20003)

E. coli Selection: Ampicillin

Mammalian Cell
Selection:

Puromycin

Format: Retroviral plasmids

Components: Sirt2 - Mouse, 4 unique 29mer shRNA constructs in retroviral untagged vector(Gene ID =
64383). 5µg purified plasmid DNA per construct
29-mer scrambled shRNA cassette in pRS Vector, TR30012, included for free.

RefSeq: BC021439, NM_001122765, NM_001122766, NM_022432, NM_022432.1, NM_022432.2,
NM_022432.3, NM_022432.4, NM_001122765.1, NM_001122766.1

UniProt ID: Q8VDQ8

Summary: NAD-dependent protein deacetylase, which deacetylates internal lysines on histone and
alpha-tubulin as well as many other proteins such as key transcription factors
(PubMed:17521387, PubMed:17681146, PubMed:17574768, PubMed:19037106,
PubMed:22014574, PubMed:21791548, PubMed:21841822, PubMed:24334550). Participates
in the modulation of multiple and diverse biological processes such as cell cycle control,
genomic integrity, microtubule dynamics, cell differentiation, metabolic networks, and
autophagy. Plays a major role in the control of cell cycle progression and genomic stability.
Functions in the antephase checkpoint preventing precocious mitotic entry in response to
microtubule stress agents, and hence allowing proper inheritance of chromosomes.
Positively regulates the anaphase promoting complex/cyclosome (APC/C) ubiquitin ligase
complex activity by deacetylating CDC20 and FZR1, then allowing progression through
mitosis. Associates both with chromatin at transcriptional start sites (TSSs) and enhancers of
active genes. Plays a role in cell cycle and chromatin compaction through epigenetic
modulation of the regulation of histone H4 'Lys-20' methylation (H4K20me1) during early
mitosis. Specifically deacetylates histone H4 at 'Lys-16' (H4K16ac) between the G2/M
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transition and metaphase enabling H4K20me1 deposition by KMT5A leading to ulterior levels
of H4K20me2 and H4K20me3 deposition throughout cell cycle, and mitotic S-phase
progression. Deacetylates KMT5A modulating KMT5A chromatin localization during the
mitotic stress response. Deacetylates also histone H3 at 'Lys-57' (H3K56ac) during the mitotic
G2/M transition. During oocyte meiosis progression, may deacetylate histone H4 at 'Lys-16'
(H4K16ac) and alpha-tubulin, regulating spindle assembly and chromosome alignment by
influencing microtubule dynamics and kinetochore function. Deacetylates histone H4 at 'Lys-
16' (H4K16ac) at the VEGFA promoter and thereby contributes to regulate expression of
VEGFA, a key regulator of angiogenesis. Deacetylates alpha-tubulin at 'Lys-40' and hence
controls neuronal motility, oligodendroglial cell arbor projection processes and proliferation
of non-neuronal cells. Phosphorylation at Ser-368 by a G1/S-specific cyclin E-CDK2 complex
inactivates SIRT2-mediated alpha-tubulin deacetylation, negatively regulating cell adhesion,
cell migration and neurite outgrowth during neuronal differentiation. Deacetylates PARD3
and participates in the regulation of Schwann cell peripheral myelination formation during
early postnatal development and during postinjury remyelination. Involved in several cellular
metabolic pathways. Plays a role in the regulation of blood glucose homeostasis by
deacetylating and stabilizing phosphoenolpyruvate carboxykinase PCK1 activity in response
to low nutrient availability. Acts as a key regulator in the pentose phosphate pathway (PPP) by
deacetylating and activating the glucose-6-phosphate G6PD enzyme, and therefore,
stimulates the production of cytosolic NADPH to counteract oxidative damage. Maintains
energy homeostasis in response to nutrient deprivation as well as energy expenditure by
inhibiting adipogenesis and promoting lipolysis. Attenuates adipocyte differentiation by
deacetylating and promoting FOXO1 interaction to PPARG and subsequent repression of
PPARG-dependent transcriptional activity. Plays a role in the regulation of lysosome-
mediated degradation of protein aggregates by autophagy in neuronal cells. Deacetylates
FOXO1 in response to oxidative stress or serum deprivation, thereby negatively regulating
FOXO1-mediated autophagy (By similarity). Deacetylates a broad range of transcription
factors and co-regulators regulating target gene expression. Deacetylates transcriptional
factor FOXO3 stimulating the ubiquitin ligase SCF(SKP2)-mediated FOXO3 ubiquitination and
degradation (By similarity). Deacetylates HIF1A and therefore promotes HIF1A degradation
and inhibition of HIF1A transcriptional activity in tumor cells in response to hypoxia.
Deacetylates RELA in t

shRNA Design: These shRNA constructs were designed against multiple splice variants at this gene locus. To
be certain that your variant of interest is targeted, please contact techsupport@origene.com.
If you need a special design or shRNA sequence, please utilize our custom shRNA service.
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Performance
Guaranteed:

OriGene guarantees that the sequences in the shRNA expression cassettes are verified to
correspond to the target gene with 100% identity. One of the four constructs at minimum are
guaranteed to produce 70% or more gene expression knock-down provided a minimum
transfection efficiency of 80% is achieved. Western Blot data is recommended over qPCR to
evaluate the silencing effect of the shRNA constructs 72 hrs post transfection. To properly
assess knockdown, the gene expression level from the included scramble control vector must
be used in comparison with the target-specific shRNA transfected samples.

For non-conforming shRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the shRNA kit. To arrange for a free replacement with
newly designed constructs, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled shRNA control (Western Blot data
preferred).
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