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Hspa1b Mouse shRNA Plasmid (Locus ID 15511)

Product data:

Product Type: shRNA Plasmids

Product Name: Hspa1b Mouse shRNA Plasmid (Locus ID 15511)

Locus ID: 15511

Synonyms: hsp68; Hsp70; Hsp70-1; Hsp70.1

Vector: pRS (TR20003)

E. coli Selection: Ampicillin

Mammalian Cell
Selection:

Puromycin

Format: Retroviral plasmids

Components: Hspa1b - Mouse, 4 unique 29mer shRNA constructs in retroviral untagged vector(Gene ID =
15511). 5µg purified plasmid DNA per construct
29-mer scrambled shRNA cassette in pRS Vector, TR30012, included for free.

RefSeq: NM_010478, NM_010478.1, NM_010478.2, BC151107, BC151109, BC152841

UniProt ID: P17879
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Summary: Molecular chaperone implicated in a wide variety of cellular processes, including protection of
the proteome from stress, folding and transport of newly synthesized polypeptides,
activation of proteolysis of misfolded proteins and the formation and dissociation of protein
complexes. Plays a pivotal role in the protein quality control system, ensuring the correct
folding of proteins, the re-folding of misfolded proteins and controlling the targeting of
proteins for subsequent degradation. This is achieved through cycles of ATP binding, ATP
hydrolysis and ADP release, mediated by co-chaperones. The co-chaperones have been
shown to not only regulate different steps of the ATPase cycle, but they also have an
individual specificity such that one co-chaperone may promote folding of a substrate while
another may promote degradation. The affinity for polypeptides is regulated by its nucleotide
bound state. In the ATP-bound form, it has a low affinity for substrate proteins. However,
upon hydrolysis of the ATP to ADP, it undergoes a conformational change that increases its
affinity for substrate proteins. It goes through repeated cycles of ATP hydrolysis and
nucleotide exchange, which permits cycles of substrate binding and release. The co-
chaperones are of three types: J-domain co-chaperones such as HSP40s (stimulate ATPase
hydrolysis by HSP70), the nucleotide exchange factors (NEF) such as BAG1/2/3 (facilitate
conversion of HSP70 from the ADP-bound to the ATP-bound state thereby promoting
substrate release), and the TPR domain chaperones such as HOPX and STUB1. Maintains
protein homeostasis during cellular stress through two opposing mechanisms: protein
refolding and degradation. Its acetylation/deacetylation state determines whether it functions
in protein refolding or protein degradation by controlling the competitive binding of co-
chaperones HOPX and STUB1. During the early stress response, the acetylated form binds to
HOPX which assists in chaperone-mediated protein refolding, thereafter, it is deacetylated
and binds to ubiquitin ligase STUB1 that promotes ubiquitin-mediated protein degradation.
Regulates centrosome integrity during mitosis, and is required for the maintenance of a
functional mitotic centrosome that supports the assembly of a bipolar mitotic spindle.
Enhances STUB1-mediated SMAD3 ubiquitination and degradation and facilitates STUB1-
mediated inhibition of TGF-beta signaling. Essential for STUB1-mediated ubiquitination and
degradation of FOXP3 in regulatory T-cells (Treg) during inflammation.[UniProtKB/Swiss-Prot
Function]

shRNA Design: These shRNA constructs were designed against multiple splice variants at this gene locus. To
be certain that your variant of interest is targeted, please contact techsupport@origene.com.
If you need a special design or shRNA sequence, please utilize our custom shRNA service.
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Performance
Guaranteed:

OriGene guarantees that the sequences in the shRNA expression cassettes are verified to
correspond to the target gene with 100% identity. One of the four constructs at minimum are
guaranteed to produce 70% or more gene expression knock-down provided a minimum
transfection efficiency of 80% is achieved. Western Blot data is recommended over qPCR to
evaluate the silencing effect of the shRNA constructs 72 hrs post transfection. To properly
assess knockdown, the gene expression level from the included scramble control vector must
be used in comparison with the target-specific shRNA transfected samples.

For non-conforming shRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the shRNA kit. To arrange for a free replacement with
newly designed constructs, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled shRNA control (Western Blot data
preferred).
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