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SshRNA Plasmids

Rnf8 Mouse shRNA Plasmid (Locus ID 58230)
58230

3830404E21Rik; AIP37; 1aXp180
pGFP-C-shlLenti (TR30023)

Chloramphenicol (34 ug/ml)

Puromycin

Lentiviral plasmids

Rnf8 - Mouse, 4 unique 29mer shRNA constructs in lentiviral GFP vector(Gene ID = 58230).
5ug purified plasmid DNA per construct
29-mer scrambled shRNA cassette in pGFP-C-shLenti Vector, TR30021, included for free.

BC021778 NM 021419, NM _021419.1, NM 021419.2

Q8V(C56

E3 ubiquitin-protein ligase that plays a key role in DNA damage signaling via 2 distinct roles:
by mediating the 'Lys-63'-linked ubiquitination of histones H2A and H2AX and promoting the
recruitment of DNA repair proteins at double-strand breaks (DSBs) sites, and by catalyzing
'Lys-48'-linked ubiquitination to remove target proteins from DNA damage sites. Following
DNA DSBs, it is recruited to the sites of damage by ATM-phosphorylated MDC1 and catalyzes
the 'Lys-63'-linked ubiquitination of histones H2A and H2AX, thereby promoting the
formation of TP53BP1 and BRCA1 ionizing radiation-induced foci (IRIF). Also controls the
recruitment of UIMC1-BRCC3 (RAP80-BRCC36) and PAXIP1/PTIP to DNA damage sites. Also
recruited at DNA interstrand cross-links (ICLs) sites and catalyzes 'Lys-63'-linked
ubiquitination of histones H2A and H2AX, leading to recruitment of FAAP20 and Fanconi
anemia (FA) complex, followed by interstrand cross-link repair. H2A ubiquitination also
mediates the ATM-dependent transcriptional silencing at regions flanking DSBs in cis, a
mechanism to avoid collision between transcription and repair intermediates. Promotes the
formation of 'Lys-63'-linked polyubiquitin chains via interactions with the specific ubiquitin-
conjugating UBE2N/UBC13 and ubiquitinates non-histone substrates such as PCNA.
Substrates that are polyubiquitinated at 'Lys-63' are usually not targeted for degradation.
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Also catalyzes the formation of 'Lys-48'-linked polyubiquitin chains via interaction with the
ubiquitin-conjugating UBE2L6/UBCHS, leading to degradation of substrate proteins such as
CHEK2, JMJD2A/KDM4A and KU80/XRCCS: it is still unclear how the preference toward 'Lys-
48'- versus 'Lys-63'-linked ubiquitination is regulated but it could be due to RNF8 ability to
interact with specific E2 specific ligases. For instance, interaction with phosphorylated HERC2
promotes the association between RNF8 and UBE2N/UBC13 and favors the specific formation
of 'Lys-63'-linked ubiquitin chains. Promotes non-homologous end joining (NHEJ) by
promoting the 'Lys-48'-linked ubiquitination and degradation the of KU80/XRCC5. Following
DNA damage, mediates the ubiquitination and degradation of JMJD2A/KDM4A in
collaboration with RNF168, leading to unmask H4K20me2 mark and promote the recruitment
of TP53BP1 at DNA damage sites. Following DNA damage, mediates the ubiquitination and
degradation of POLD4/p12, a subunit of DNA polymerase delta. In the absence of POLD4,
DNA polymerase delta complex exhibits higher proofreading activity. In addition to its
function in damage signaling, also plays a role in higher-order chromatin structure by
mediating extensive chromatin decondensation. Involved in the activation of ATM by
promoting histone H2B ubiquitination, which indirectly triggers histone H4 'Lys-16' acetylation
(H4K16ac), establishing a chromatin environment that promotes efficient activation of ATM
kinase. Required in the testis, where it plays a role in the replacement of histones during
spermatogenesis (PubMed:20153262, PubMed:28552346). At uncapped telomeres, promotes
the joining of deprotected chromosome ends by inducing H2A ubiquitination and TP53BP1
recruitment, suggesting that it may enhance cancer development by aggravating telomere-
induced genome instability in case of telomeric crisis. Promotes the assembly of RAD51 at
DNA DSBs in the absence of BRCA1 and TP53BP1 Also involved in class switch recombination
in immune system, via its role in regulation of DSBs repair. May be required for proper exit
from mitosis after spindle checkpoint activation and may regulate cytokinesis. May play a role
in the regulation of RXRA-mediated transcriptional activity. Not involved in RXRA
ubiquitination by UBE2E2.[UniProtKB/Swiss-Prot Function]

shRNA Design: These shRNA constructs were designed against multiple splice variants at this gene locus. To
be certain that your variant of interest is targeted, please contact techsupport@origene.com.
If you need a special design or shRNA sequence, please utilize our custom shRNA service.
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Performance OriGene guarantees that the sequences in the shRNA expression cassettes are verified to

Guaranteed: correspond to the target gene with 100% identity. One of the four constructs at minimum are
guaranteed to produce 70% or more gene expression knock-down provided a minimum
transfection efficiency of 80% is achieved. Western Blot data is recommended over qPCR to
evaluate the silencing effect of the shRNA constructs 72 hrs post transfection. To properly
assess knockdown, the gene expression level from the included scramble control vector must
be used in comparison with the target-specific ShRNA transfected samples.

For non-conforming shRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the shRNA kit. To arrange for a free replacement with
newly designed constructs, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled shRNA control (Western Blot data
preferred).
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