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Cul3 Mouse shRNA Plasmid (Locus ID 26554)

Product data:

Product Type: shRNA Plasmids

Product Name: Cul3 Mouse shRNA Plasmid (Locus ID 26554)

Locus ID: 26554

Synonyms: KIAA0617

Vector: pGFP-C-shLenti (TR30023)

E. coli Selection: Chloramphenicol (34 ug/ml)

Mammalian Cell
Selection:

Puromycin

Format: Lentiviral plasmids

Components: Cul3 - Mouse, 4 unique 29mer shRNA constructs in lentiviral GFP vector(Gene ID = 26554).
5µg purified plasmid DNA per construct
29-mer scrambled shRNA cassette in pGFP-C-shLenti Vector, TR30021, included for free.

RefSeq: BC027304, NM_001313728, NM_016716, NM_016716.1, NM_016716.2, NM_016716.3,
NM_016716.4, NM_016716.5, BM899470

UniProt ID: Q9JLV5

Summary: Core component of multiple cullin-RING-based BCR (BTB-CUL3-RBX1) E3 ubiquitin-protein
ligase complexes which mediate the ubiquitination and subsequent proteasomal degradation
of target proteins (By similarity). BCR complexes and ARIH1 collaborate in tandem to mediate
ubiquitination of target proteins (By similarity). As a scaffold protein may contribute to
catalysis through positioning of the substrate and the ubiquitin-conjugating enzyme (By
similarity). The E3 ubiquitin-protein ligase activity of the complex is dependent on the
neddylation of the cullin subunit and is inhibited by the association of the deneddylated cullin
subunit with TIP120A/CAND1 (By similarity). The functional specificity of the BCR complex
depends on the BTB domain-containing protein as the substrate recognition component (By
similarity). BCR(KLHL42) is involved in ubiquitination of KATNA1 (By similarity). BCR(SPOP) is
involved in ubiquitination of BMI1/PCGF4, BRMS1, H2AFY and DAXX, GLI2 and GLI3 (By
similarity). Can also form a cullin-RING-based BCR (BTB-CUL3-RBX1) E3 ubiquitin-protein
ligase complex containing homodimeric SPOPL or the heterodimer formed by SPOP and
SPOPL; these complexes have lower ubiquitin ligase activity (By similarity). BCR(KLHL9-
KLHL13) controls the dynamic behavior of AURKB on mitotic chromosomes and thereby
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coordinates faithful mitotic progression and completion of cytokinesis (By similarity).
BCR(KLHL12) is involved in ER-Golgi transport by regulating the size of COPII coats, thereby
playing a key role in collagen export, which is required for embryonic stem (ES) cells division:
BCR(KLHL12) acts by mediating monoubiquitination of SEC31 (SEC31A or SEC31B)
(PubMed:22358839). BCR(KLHL3) acts as a regulator of ion transport in the distal nephron; by
mediating ubiquitination of WNK4 (By similarity). The BCR(KLHL20) E3 ubiquitin ligase
complex is involved in interferon response and anterograde Golgi to endosome transport: it
mediates both ubiquitination leading to degradation and 'Lys-33'-linked ubiquitination (By
similarity). The BCR(KLHL21) E3 ubiquitin ligase complex regulates localization of the
chromosomal passenger complex (CPC) from chromosomes to the spindle midzone in
anaphase and mediates the ubiquitination of AURKB (By similarity). The BCR(KLHL22)
ubiquitin ligase complex mediates monoubiquitination of PLK1, leading to PLK1 dissociation
from phosphoreceptor proteins and subsequent removal from kinetochores, allowing
silencing of the spindle assembly checkpoint (SAC) and chromosome segregation. The
BCR(KLHL22) ubiquitin ligase complex is also responsible for the amino acid-stimulated 'Lys-
48' polyubiquitination and proteasomal degradation of DEPDC5. Through the degradation of
DEPDC5, releases the GATOR1 complex-mediated inhibition of the TORC1 pathway (By
similarity). The BCR(KLHL25) ubiquitin ligase complex is involved in translational homeostasis
by mediating ubiquitination and subsequent degradation of hypophosphorylated EIF4EBP1
(4E-BP1) (By similarity). The BCR(KBTBD8) complex acts by mediating monoubiquitination of
NOLC1 and TCOF1, leading to remodel the translational program of differentiating cells in
favor of neural crest specification (By similarity). Involved in ubiquitination of cyclin E and of
cyclin D1 (in vitro) thus involved in regulation of G1/S transition (By similarity). Involved in the
ubiquitination of KEAP1, ENC1 and KLHL41 (By similarity). In concert with ATF2 and RBX1,
promotes degradation of KAT5 thereby attenuating its ability to acetylate and activate ATM
(By similarity). The BCR(KCTD17) E3 ubiquitin ligase complex mediates ubiquitination and
degradation of TCHP, a down-regulator of cilium assembly, thereby inducing ciliogenesis (By
similarity). The BCR(KLHL24) E3 ubiquitin ligase complex mediates ubiquitination of KRT14,
controls KRT14 levels during keratinocytes differentiation, and is essential for skin integrity
(By similarity).[UniProtKB/Swiss-Prot Function]

shRNA Design: These shRNA constructs were designed against multiple splice variants at this gene locus. To
be certain that your variant of interest is targeted, please contact techsupport@origene.com.
If you need a special design or shRNA sequence, please utilize our custom shRNA service.
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Performance
Guaranteed:

OriGene guarantees that the sequences in the shRNA expression cassettes are verified to
correspond to the target gene with 100% identity. One of the four constructs at minimum are
guaranteed to produce 70% or more gene expression knock-down provided a minimum
transfection efficiency of 80% is achieved. Western Blot data is recommended over qPCR to
evaluate the silencing effect of the shRNA constructs 72 hrs post transfection. To properly
assess knockdown, the gene expression level from the included scramble control vector must
be used in comparison with the target-specific shRNA transfected samples.

For non-conforming shRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the shRNA kit. To arrange for a free replacement with
newly designed constructs, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled shRNA control (Western Blot data
preferred).
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