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Dhx9 Mouse shRNA Plasmid (Locus ID 13211)

Product data:

Product Type: shRNA Plasmids

Product Name: Dhx9 Mouse shRNA Plasmid (Locus ID 13211)

Locus ID: 13211

Synonyms: Al326842; DAx9; HEL-5; mHEL-5; NDHII; RHA

Vector: pGFP-V-RS (TR30007)

E. coli Selection: Kanamycin

Mammalian Cell Puromycin

Selection:

Format: Retroviral plasmids

Components: Dhx9 - Mouse, 4 unique 29mer shRNA constructs in retroviral GFP vector(Gene ID = 13211).
5pg purified plasmid DNA per construct
29-mer scrambled shRNA cassette in pGFP-V-RS Vector, TR30013, included for free.

RefSeq: NM_ 007842, NM_007842.1, NM_007842.2, BC033911, BC064082, BC089159, BC169284,
BC169285, BC169286

UniProt ID: 070133
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Summary: Multifunctional ATP-dependent nucleic acid helicase that unwinds DNA and RNAina3'to 5'
direction and that plays important roles in many processes, such as DNA replication,
transcriptional activation, post-transcriptional RNA regulation, mRNA translation and RNA-
mediated gene silencing. Requires a 3'-single-stranded tail as entry site for acid nuclej
unwinding activities as well as the binding and hydrolyzing of any of the four ribo- or
deoxyribo-nucleotide triphosphates (NTPs). Unwinds numerous nucleic acid substrates such
as double-stranded (ds) DNA and RNA, DNA:RNA hybrids, DNA and RNA forks composed of
either partially complementary DNA duplexes or DNA:RNA hybrids, respectively, and also
DNA and RNA displacement loops (D- and R-loops), triplex-helical DNA (H-DNA) structure and
DNA- and RNA-based G-quadruplexes. Binds dsDNA, single-stranded DNA (ssDNA), dsRNA,
ssRNA and poly(A)-containing RNA. Binds also to circular dsDNA or dsRNA of either linear
and/or circular forms and stimulates the relaxation of supercoiled DNAs catalyzed by
topoisomerase TOP2A. Plays a role in DNA replication at origins of replication and cell cycle
progression. Plays a role as a transcriptional coactivator acting as a bridging factor between
polymerase Il holoenzyme and transcription factors or cofactors, such as BRCA1, CREBBP,
RELA and SMN1. Binds to the CDKN2A promoter. Plays several roles in post-transcriptional
regulation of gene expression. In cooperation with NUP98, promotes pre-mRNA alternative
splicing activities of a subset of genes (By similarity). As component of a large PER complex, is
involved in the negative regulation of 3' transcriptional termination of circadian target genes
such as PER1 and NR1D1 and the control of the circadian rhythms (PubMed:22767893). Acts
also as a nuclear resolvase that is able to bind and neutralize harmful massive secondary
double-stranded RNA structures formed by inverted-repeat Alu retrotransposon elements
that are inserted and transcribed as parts of genes during the process of gene transposition
(PubMed:28355180). Involved in the positive regulation of nuclear export of constitutive
transport element (CTE)-containing unspliced mRNA. Component of the coding region
determinant (CRD)-mediated complex that promotes cytoplasmic MYC mRNA stability. Plays a
role in mRNA translation. Positively regulates translation of selected mRNAs through its
binding to post-transcriptional control element (PCE) in the 5'-untranslated region (UTR).
Involved with LARP6 in the translation stimulation of type | collagen mRNAs for CO1A1 and
CO1A2 through binding of a specific stem-loop structure in their 5'-UTRs. Stimulates LIN28A-
dependent mRNA translation probably by facilitating ribonucleoprotein remodeling during
the process of translation. Plays also a role as a small interfering (siRNA)-loading factor
involved in the RNA-induced silencing complex (RISC) loading complex (RLC) assembly, and
hence functions in the RISC-mediated gene silencing process. Binds preferentially to short
double-stranded RNA, such as those produced during rotavirus intestinal infection
(PubMed:28636595). This interaction may mediate NLRP9 inflammasome activation and
trigger inflammatory response, including IL18 release and pyroptosis (PubMed:28636595).
Finally, mediates the attachment of heterogeneous nuclear ribonucleoproteins (hnnRNPs) to
actin filaments in the nucleus (By similarity).[UniProtKB/Swiss-Prot Function]

shRNA Design: These shRNA constructs were designed against multiple splice variants at this gene locus. To
be certain that your variant of interest is targeted, please contact techsupport@origene.com.
If you need a special design or shRNA sequence, please utilize our custom shRNA service.
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Performance OriGene guarantees that the sequences in the shRNA expression cassettes are verified to

Guaranteed: correspond to the target gene with 100% identity. One of the four constructs at minimum are
guaranteed to produce 70% or more gene expression knock-down provided a minimum
transfection efficiency of 80% is achieved. Western Blot data is recommended over qPCR to
evaluate the silencing effect of the shRNA constructs 72 hrs post transfection. To properly
assess knockdown, the gene expression level from the included scramble control vector must
be used in comparison with the target-specific ShRNA transfected samples.

For non-conforming shRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the shRNA kit. To arrange for a free replacement with
newly designed constructs, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled shRNA control (Western Blot data
preferred).
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