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Zbtb7a Mouse siRNA Oligo Duplex (Locus ID 16969)

Product data:

Product Type:
Purity:

Quality Control:
Sequences:
Stability:

# of transfections:

Note:
RefSeq:
UniProt ID:
Synonyms:

Components:

SiRNA Oligo Duplexes

HPLC purified

Tested by ESI-MS

Available with shipment

One year from date of shipment when stored at -20°C.

Approximately 330 transfections/2nmol in 24-well plate under optimized conditions (final
conc. 10 nM).

Single siRNA duplex (10nmol) can be ordered.

NM 010731

088939

9030619K07Rik; 9130006G12Rik; Al452336; FBI-1; Lrf; Pokemon; Zbtb7

Zbtb7a (Mouse) - 3 unique 27mer siRNA duplexes - 2 nmol each (Locus ID 16969)
Included - SR30004, Trilencer-27 Universal Scrambled Negative Control siRNA Duplex - 2 nmol
Included - SR30005, RNAse free siRNA Duplex Resuspension Buffer - 2 ml
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https://www.ncbi.nlm.nih.gov/nuccore/NM_010731
https://www.uniprot.org/uniprot/O88939

!ORYGENE Zbtb7a Mouse siRNA Oligo Duplex (Locus ID 16969) - SR417533

Summary: Transcription factor that represses the transcription of a wide range of genes involved in cell
proliferation and differentiation (PubMed: 15337766, PubMed:15662416, PubMed:17495164,
PubMed:26816381, PubMed:29813070). Directly and specifically binds to the consensus
sequence 5'-[GAJ[CA]JGACCCCCCCCC-3' and represses transcription both by regulating the
organization of chromatin and through the direct recruitment of transcription factors to gene
regulatory regions (PubMed:15337766, PubMed:15662416, PubMed:26816381,
PubMed:29813070). Negatively regulates SMAD4 transcriptional activity in the TGF-beta
signaling pathway through these two mechanisms (By similarity). That is, recruits the
chromatin regulator HDAC1 to the SMAD4-DNA complex and in parallel prevents the
recruitment of the transcriptional activators CREBBP and EP300 (By similarity). Collaborates
with transcription factors like RELA to modify the accessibility of gene transcription regulatory
regions to secondary transcription factors (PubMed:29813070). Also directly interacts with
transcription factors like SP1 to prevent their binding to DNA (By similarity). Functions as an
androgen receptor/AR transcriptional corepressor by recruiting NCOR1 and NCOR2 to the
androgen response elements/ARE on target genes (By similarity). Thereby, negatively
regulates androgen receptor signaling and androgen-induced cell proliferation (By similarity).
Involved in the switch between fetal and adult globin expression during erythroid cells
maturation (PubMed:26816381). Through its interaction with the NuRD complex regulates
chromatin at the fetal globin genes to repress their transcription (PubMed:26816381).
Specifically represses the transcription of the tumor suppressor ARF isoform from the
CDKN2A gene (PubMed:15662416). Efficiently abrogates E2F1-dependent CDKN2A
transactivation (PubMed:15662416). Regulates chondrogenesis through the transcriptional
repression of specific genes via a mechanism that also requires histone deacetylation
(PubMed:15337766). Regulates cell proliferation through the transcriptional regulation of
genes involved in glycolysis (By similarity). Involved in adipogenesis through the regulation of
genes involved in adipocyte differentiation (By similarity). Plays a key role in the
differentiation of lymphoid progenitors into B and T lineages (PubMed:17495164). Promotes
differentiation towards the B lineage by inhibiting the T-cell instructive Notch signaling
pathway through the specific transcriptional repression of Notch downstream target genes
(PubMed:17495164). Also regulates osteoclast differentiation (By similarity). May also play a
role, independently of its transcriptional activity, in double-strand break repair via classical
non-homologous end joining/cNHE] (PubMed:26446488). Recruited to double-strand break
sites on damage DNA, interacts with the DNA-dependent protein kinase complex and directly
regulates its stability and activity in DNA repair (PubMed:26446488). May also modulate the
splicing activity of KHDRBS1 toward BCL2L1 in a mechanism which is histone deacetylase-
dependent and thereby negatively regulates the pro-apoptotic effect of KHDRBS1 (By
similarity).[UniProtKB/Swiss-Prot Function]
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@ ORIGENE Zbtb7a Mouse siRNA Oligo Duplex (Locus ID 16969) - SR417533

Performance OriGene guarantees that at least two of the three Dicer-Substrate duplexes in the kit will

Guaranteed: provide at least 70% or more knockdown of the target mRNA when used at 10 nM
concentration by quantitative RT-PCR when the TYE-563 fluorescent transfection control
duplex (cat# SR30002) indicates that >90% of the cells have been transfected and the HPRT
positive control (cat# SR30003) provides 90% knockdown efficiency.

For non-conforming siRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the siRNA kit. To arrange for a free replacement with
newly designed duplexes, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled siRNA control (quantitative RT-PCR data
required).
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