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Zfp36l1 Mouse siRNA Oligo Duplex (Locus ID 12192)

Product data:

Product Type: siRNA Oligo Duplexes

Purity: HPLC purified

Quality Control: Tested by ESI-MS

Sequences: Available with shipment

Stability: One year from date of shipment when stored at -20°C.

# of transfections: Approximately 330 transfections/2nmol in 24-well plate under optimized conditions (final
conc. 10 nM).

Note: Single siRNA duplex (10nmol) can be ordered.

RefSeq: NM_007564

UniProt ID: P23950

Synonyms: AW742437; AW743212; Berg36; Brf1; cMG1; D530020L18Rik; ERF1; TIS11b

Components: Zfp36l1 (Mouse) - 3 unique 27mer siRNA duplexes - 2 nmol each (Locus ID 12192)
Included - SR30004, Trilencer-27 Universal Scrambled Negative Control siRNA Duplex - 2 nmol
Included - SR30005, RNAse free siRNA Duplex Resuspension Buffer - 2 ml
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https://www.uniprot.org/uniprot/P23950


Summary: Zinc-finger RNA-binding protein that destabilizes several cytoplasmic AU-rich element (ARE)-
containing mRNA transcripts by promoting their poly(A) tail removal or deadenylation, and
hence provide a mechanism for attenuating protein synthesis (PubMed:22701344,
PubMed:24700863, PubMed:24733888, PubMed:27102483). Acts as a 3'-untranslated region
(UTR) ARE mRNA-binding adapter protein to communicate signaling events to the mRNA
decay machinery (By similarity). Functions by recruiting the CCR4-NOT deadenylating complex
and components of the cytoplasmic RNA decay machinery to the bound ARE-containing
mRNAs, and hence promotes ARE-mediated mRNA deadenylation and decay processes (By
similarity). Induces also the degradation of ARE-containing mRNAs even in absence of poly(A)
tail (By similarity). Binds to 3' UTR ARE of numerous mRNAs (PubMed:22701344,
PubMed:24700863, PubMed:24733888). Positively regulates early adipogenesis by promoting
ARE-mediated mRNA decay of immediate early genes (IEGs) (PubMed:22701344). Promotes
ARE-mediated mRNA decay of mineralocorticoid receptor NR3C2 mRNA in response to
hypertonic stress (PubMed:24700863). Negatively regulates hematopoietic/erythroid cell
differentiation by promoting ARE-mediated mRNA decay of the transcription factor STAT5B
mRNA (By similarity). Positively regulates monocyte/macrophage cell differentiation by
promoting ARE-mediated mRNA decay of the cyclin-dependent kinase CDK6 mRNA (By
similarity). Promotes degradation of ARE-containing pluripotency-associated mRNAs in
embryonic stem cells (ESCs), such as NANOG, through a fibroblast growth factor (FGF)-
induced MAPK-dependent signaling pathway, and hence attenuates ESC self-renewal and
positively regulates mesendoderm differentiation (PubMed:24733888). May play a role in
mediating pro-apoptotic effects in malignant B-cells by promoting ARE-mediated mRNA
decay of BCL2 mRNA (By similarity). In association with ZFP36L2 maintains quiescence on
developing B lymphocytes by promoting ARE-mediated decay of several mRNAs encoding cell
cycle regulators that help B cells progress through the cell cycle, and hence ensuring accurate
variable-diversity-joining (VDJ) recombination and functional immune cell formation
(PubMed:27102483). Together with ZFP36L2 is also necessary for thymocyte development
and prevention of T-cell acute lymphoblastic leukemia (T-ALL) transformation by promoting
ARE-mediated mRNA decay of the oncogenic transcription factor NOTCH1 mRNA
(PubMed:20622884). Involved in the delivery of target ARE-mRNAs to processing bodies (PBs)
(By similarity). In addition to its cytosolic mRNA-decay function, plays a role in the regulation
of nuclear mRNA 3'-end processing; modulates mRNA 3'-end maturation efficiency of the
DLL4 mRNA through binding with an ARE embedded in a weak noncanonical polyadenylation
(poly(A)) signal in endothelial cells (By similarity). Also involved in the regulation of stress
granule (SG) and P-body (PB) formation and fusion (By similarity). Plays a role in
vasculogenesis and endocardial development (PubMed:15226444, PubMed:17013884).
Involved in the regulation of keratinocyte proliferation, differentiation and apoptosis (By
similarity). Plays a role in myoblast cell differentiation (PubMed:17889962).[UniProtKB/Swiss-
Prot Function]
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Performance
Guaranteed:

OriGene guarantees that at least two of the three Dicer-Substrate duplexes in the kit will
provide at least 70% or more knockdown of the target mRNA when used at 10 nM
concentration by quantitative RT-PCR when the TYE-563 fluorescent transfection control
duplex (cat# SR30002) indicates that >90% of the cells have been transfected and the HPRT
positive control (cat# SR30003) provides 90% knockdown efficiency.

For non-conforming siRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the siRNA kit. To arrange for a free replacement with
newly designed duplexes, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled siRNA control (quantitative RT-PCR data
required).
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