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Chp1 Mouse siRNA Oligo Duplex (Locus ID 56398)

Product data:

Product Type:
Purity:

Quality Control:
Sequences:
Stability:

# of transfections:

Note:
RefSeq:
UniProt ID:
Synonyms:

Components:
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SiRNA Oligo Duplexes

HPLC purified

Tested by ESI-MS

Available with shipment

One year from date of shipment when stored at -20°C.

Approximately 330 transfections/2nmol in 24-well plate under optimized conditions (final
conc. 10 nM).

Single siRNA duplex (10nmol) can be ordered.

NM 019769

P61022

1500003003Rik; AA960066; Al046351; Cahp; Chp; p24; Sid470p; vac

Chp1 (Mouse) - 3 unique 27mer siRNA duplexes - 2 nmol each (Locus ID 56398)
Included - SR30004, Trilencer-27 Universal Scrambled Negative Control siRNA Duplex - 2 nmol
Included - SR30005, RNAse free siRNA Duplex Resuspension Buffer - 2 ml

View online »


https://www.ncbi.nlm.nih.gov/nuccore/NM_019769
https://www.uniprot.org/uniprot/P61022

@ ORIGENE Chp1 Mouse siRNA Oligo Duplex (Locus ID 56398) - SR404921

Summary: Calcium-binding protein involved in different processes such as regulation of vesicular
trafficking, plasma membrane Na(+)/H(+) exchanger and gene transcription. Involved in the
constitutive exocytic membrane traffic. Mediates the association between microtubules and
membrane-bound organelles of the endoplasmic reticulum and Golgi apparatus and is also
required for the targeting and fusion of transcytotic vesicles (TCV) with the plasma
membrane. Functions as an integral cofactor in cell pH regulation by controlling plasma
membrane-type Na(+)/H(+) exchange activity. Affects the pH sensitivity of SLC9A1/NHE1 by
increasing its sensitivity at acidic pH. Required for the stabilization and localization of
SLCO9AT/NHE1 at the plasma membranes. Inhibits serum- and GTPase-stimulated Na(+)/H(+)
exchange. Plays a role as an inhibitor of ribosomal RNA transcription by repressing the
nucleolar UBF1 transcriptional activity. May sequester UBF1 in the nucleoplasm and limit its
translocation to the nucleolus. Associates to the ribosomal gene promoter. Acts as a negative
regulator of the calcineurin/NFAT signaling pathway. Inhibits NFAT nuclear translocation and
transcriptional activity by suppressing the calcium-dependent calcineurin phosphatase
activity. Also negatively regulates the kinase activity of the apoptosis-induced kinase STK17B.
Inhibits both STK17B auto- and substrate-phosphorylations in a calcium-dependent manner
(By similarity).[UniProtKB/Swiss-Prot Function]

Performance OriGene guarantees that at least two of the three Dicer-Substrate duplexes in the kit will

Guaranteed: provide at least 70% or more knockdown of the target mRNA when used at 10 nM
concentration by quantitative RT-PCR when the TYE-563 fluorescent transfection control
duplex (cat# SR30002) indicates that >90% of the cells have been transfected and the HPRT
positive control (cat# SR30003) provides 90% knockdown efficiency.

For non-conforming siRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the siRNA kit. To arrange for a free replacement with
newly designed duplexes, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled siRNA control (quantitative RT-PCR data
required).
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