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NAT13 (NAA50) (NM_025146) Human Untagged Clone

Product data:

Product Type: Expression Plasmids

Product Name: NAT13 (NAA50) (NM_025146) Human Untagged Clone
Tag: Tag Free

Symbol: NAT13

Synonyms: hNaa50p; MAK3; NAT5; NAT5P; NAT13; NAT13P; SAN
Mammalian Cell None

Selection:

Vector: pCMV6-XL5

E. coli Selection: Ampicillin (100 ug/mL)

Fully Sequenced ORF: >0riGene ORF within SC111057 sequence for NM_025146 edited (data generated by NextGen

Sequencing)
ATGAAAGGTAGCCGGATCGAGCTGGGAGATGTGACACCACACAATATTAAACAGTTGAAA
AGATTGAATCAGGTCATCTTTCCAGTCAGCTACAATGACAAGTTCTACAAGGATGTGCTG
GAGGTTGGCGAGCTAGCAAAACTTGCCTATTTCAATGATATTGCTGTAGGTGCAGTATGC
TGTAGGGTGGATCATTCACAGAATCAGAAGAGACTTTACATCATGACACTAGGATGTCTG
GCACCTTACCGAAGGCTAGGAATAGGAACTAAAATGTTAAATCATGTCTTAAACATCTGT
GAAAAAGATGGTACTTTTGACAACATTTATCTGCATGTCCAGATCAGCAATGAGTCGGCA
ATTGACTTCTACAGGAAGTTTGGCTTTGAGATTATTGAGACAAAGAAGAACTACTATAAG
AGGATAGAGCCCGCAGATGCTCATGTGCTGCAGAAAAACCTCAAAGTTCCTTCTGGTCAG
AATGCAGATGTGCAAAAGACAGACAACTGA

Clone variation with respect to NM_025146.2
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@ ORIGENE NAT13 (NAA50) (NM_025146) Human Untagged Clone - SC111057

5' Read Nucleotide >0riGene 5' read for NM_025146 unedited

Sequence: GGTGCACATATTTGTATACGAACTCACTATAGGNNCGGCCGCGNAATTCGGCACGAGGGC
CGAGAGACCCGAGTGCACGTGTGGAGAAGCGGCGGCACAAGCGCGGCGGCGGGAGACACT
CCCGCCCCCACCAGACTCAAGCCCTCACTCGACTCTCGCGGCCTTCGTTGCTCGCACAGC
TCCCTGCCCAGGCTAGGAGGCCGGCTTGCGGGGTTGAGTGGCCCGAGCTAAGGGTGCGGA
GACCTAAGGGCGGCGACTACGACGGCGTTGATATCGGTGGTAACGACGGCCTCAGCAGGC
GGGGAAGATGAAAGGTAGCCGGATCGAGCTGGGAGATGTGACACCACACAATATTAAACA
GTTGAAAAGATTGAATCAGGTCATCTTTCCAGTCAGCTACAATGACAAGTTCTACAAGGA
TGTGCTGGAGGTTGGCGAGCTAGCAAAACTTGCCTATTTCAATGATATTGCTGTAGGTGC
AGTATGCTGTAGGGTGGATCATTCACAGAATCAGAAGAGACTTTACATCATGACACTAGG
ATGTCTGGCACCTTACCGAAGGCTAGGAATAGGAACTAAAATGTTAAATCATGTCTTAAA
CATCTGTGAAAAAGATGGTACTTTTGACAACATTTATCTGCATGTCCAGATCAGCAATGA
GTCGGCAATTGACTTCTACAGGAAGTTTGGCTCTGAGATTATTGAGACAAAGAAGAACTA
CTANTAGAGGATAGAGCCCGCAGATGCTCATGTGCTGCAGAAAAACCTCAAGTTCCTTCT
GGTCAGAATGCAGATGTGCACAAGACAGACAACTGAACANATTACAAATGAACTTTCTTG
CACTGGCTTGTCGCCCAATAAAAGAGAGCCCCATTGATTCTCCCCCACCCCACCACTTTT
CTTTTAAGCTTTTCTCC

3' Read Nucleotide >0riGene 3' read for NM_025146 unedited

Sequence: CGCAATCTAGTAGTCGAGTNTTTCTTTTCTTTCTTTTCTTTTTTTTTTCTTTTACACAAA
ACATCACATAAGTTTATTTCAAATGTAACAGCAATGTTAAAATTGACAAGTTTAATTCTT
AACTGCACCAAGTAAACTTAGCCATTTAAGTATTTTTTTAAGTTATTCCCTCCAAAAAAC
TGAGGGAGCTTTTCTTTTCCACCACCACACCATGGTTTCCCAATAGTTCTCTTTTTGGAG
GACTTTTCAATTGATGAGTAAACTGCTTTAAATATTTCAAAACTTCATTCCCCAAATGAA
AGCTAATCTGGACAAACTATATATTGCATAGATTTCTCTACAGATTCTTTGCTTTAAAAC
CTAAATGCAACTAACATAGGGTAATTTTAACCTATTTGCCCCACAGTAAAAACTATCTGT
CCTGAAAAATATGATGGATATATCCTGTGATTTTCCAGTTAACAGAATTGTTCTACTTCA
AAGATAATTATTATCATATATCAAAATAACCAGCTCAACATAGGACATTACTTCAGTCTT
TACTGACTCATAGGCATATGAACTTGTGCCCAGCTTTTTACCTCTTCCACATTCTCCTCC
TCCTCCATAAGTGGATGGAATTATTTAACTAAGTTTGATGTAGGACAATTAACCCTTTAC
AAACATTTACAATTCAGGTTAAGTCACTGACTACCGNGGGAAAAGAAACTCTTATATAAT
GATAGGGAGCCTACACACTCANTNCAAAATTTATATTTTTTCCTCCTTAAATACATGTAC
TTGNCATGAGGCAGCTATTANGTCTTCAATAACCACTTTAGGGATACCATCCTAGGACTG
ATTANAATAGCCAGGTGAAATGGTATAGAAATAGAGGCAGGTCATCTCAAAAACATTATA
TATCAAGCTATTTGATTCCGGGAATTTACAAAAGCTGTGGATCTAAACTACTATGCTCTG
TACTCAGCCTCTCTTTGCAAACAGCTGAGCTTTATGAA

Restriction Sites: Notl-Notl
ACCN: NM_025146
Insert Size: 3570 bp

OTI Disclaimer: Our molecular clone sequence data has been matched to the reference identifier above as a
point of reference. Note that the complete sequence of our molecular clones may differ from
the sequence published for this corresponding reference, e.g., by representing an alternative
RNA splicing form or single nucleotide polymorphism (SNP).

Components: The ORF clone is ion-exchange column purified and shipped in a 2D barcoded Matrix tube
containing 10ug of transfection-ready, dried plasmid DNA (reconstitute with 100 ul of water).
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@ ORIGENE NAT13 (NAA50) (NM_025146) Human Untagged Clone - SC111057

Reconstitution Method: 1. Centrifuge at 5,000xg for 5min.
2. Carefully open the tube and add 100ul of sterile water to dissolve the DNA.
3. Close the tube and incubate for 10 minutes at room temperature.
4. Briefly vortex the tube and then do a quick spin (less than 5000xg) to concentrate the liquid
at the bottom.
5. Store the suspended plasmid at -20°C. The DNA is stable for at least one year from date of
shipping when stored at -20°C.

RefSeq: NM 025146.1, NP _079422.1

RefSeq Size: 3576 bp

RefSeq ORF: 510 bp

Locus ID: 80218

UniProt ID: Q9G771

Cytogenetics: 3913.31

Domains: Acetyltransf

Gene Summary: N-alpha-acetyltransferase that acetylates the N-terminus of proteins that retain their

initiating methionine (PubMed: 19744929, PubMed:22311970, PubMed:21900231,
PubMed:27484799). Has a broad substrate specificity: able to acetylate the initiator
methionine of most peptides, except for those with a proline in second position
(PubMed:27484799). Also displays N-epsilon-acetyltransferase activity by mediating
acetylation of the side chain of specific lysines on proteins (PubMed:19744929).
Autoacetylates in vivo (PubMed:19744929). The relevance of N-epsilon-acetyltransferase
activity is however unclear: able to acetylate H4 in vitro, but this result has not been
confirmed in vivo (PubMed:19744929). Component of a N-alpha-acetyltransferase complex
containing NAA10 and NAA15, but NAA50 does not influence the acetyltransferase activity of
NAA10: this multiprotein complex probably constitutes the major contributor for N-terminal
acetylation at the ribosome exit tunnel, with NAA10 acetylating all amino termini that are
devoid of methionine and NAA5Q acetylating other peptides (PubMed:16507339,
PubMed:27484799). Required for sister chromatid cohesion during mitosis by promoting
binding of CDCA5/sororin to cohesin: may act by counteracting the function of NAA10
(PubMed:17502424, PubMed:27422821).[UniProtkKB/Swiss-Prot Function]

Transcript Variant: This variant (1) represents the longer transcript and encodes the longer
isoform (1). Sequence Note: This RefSeq record was created from transcript and genomic
sequence data to make the sequence consistent with the reference genome assembly. The
genomic coordinates used for the transcript record were based on transcript alignments.
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